
VERSION WITH MARKINGS TO SHOW CHANGES MADE 

The claims have been amended as follows. 

1 . (Thrice Amended) A method of gene analysis by detecting hybridization between a 
probe nucleic acid and a sample nucleic acid comprising a target sequence complementary to that 
of the probe nucleic acid, wherein at least one of the probe nucleic acid and the sample nucleic 
acid is DNA, said method comprising: 

providing a substrate on which either the probe nucleic acid or the sample nucleic acid is 
immobilized, 

adding the other non-immobilized probe nucleic acid or non-immobilized sample nucleic 
acid on the substrate, said other non-immobilized probe nucleic acid or non-immobilized sample 
nucleic acid being labeled with a fl o ur e sc e nti |i||||il substance, 

performing hybridization of the probe nucleic acid and the sample nucleic acid in the 
presence of a DNA-binding protein having a function to 

stabilize a complementary double-stranded DNA, 

detecting the hybridization of the probe nucleic acid and the sample nucleic acid from the 
presence of said flourcsccnt i|ii|||||| substance, IllliiiiiiiiiiiiS 
^^^^^^^^^^^^^^and 

performing gene analysis based on the hybridization detected§||j|^pillii^ 



3. (Amended) The method according to claim 1, wherein the IliiiilMiiiiil^^ 
double-stranded DNA-binding protein is derived from a hyperthermophilic bacterium. 

4. (Amended) The method according to claim 1, wherein the 
double-stranded DNA-binding protein is derived from an archaebacterium. 

5. (Amended) The method according to claim 1, wherein the 
double-stranded DNA-binding protein is derived from a bacterium belonging to the genus 
Sulfolobus. 

6. (Amended) The method according to claim 1, wherein the 
double-stranded DNA-binding protein is derived from Sulfolobus solfataricus, 

7. (Twice Amended) The method according to claim 1, wherein the "^^^^^^^^^^M. 
double-stranded DNA-binding protein is a Sso7d protein derived from Sulfolobus solfataricus. 

8. (Twice Amended) The method according to claim 1, wherein thd^|jp^j^^||||||^^ 
double-stranded DNA-binding protein has a homology of 75% or more with the amino acid 
sequence of SEQ ED NO: 9. 



10. (Thrice Amended) The method according to claim 1, wherein the amount of the 
sample nucleic acid comprising the target sequence is analyzed based on the intensity of a||| 
hybridization signal obtained from the hybridization of the sample nucleic acid and the probe 



nucleic acid, said hybridization signal being r epresent e d ||i|iM[ by the presence of said 
flou r escent illlllllil substance after hybridization. 



13. (Thrice Amended) A test kit for detecting hybridization between a probe nucleic acid 
and a sample nucleic acid comprising a target sequence complementary to that of the probe 
nucleic acid according to the method of claim 1, which test kit comprises at least a iliiliiiiiH 
lllilliiidouble-stranded DNA-binding protein having a function to stabilize a complementary 
double-stranded DNAi|||||||i|||ii^^ 
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